1. Action Items from last week  – status update
	Action
	Assigned to
	Update

	
	
	

	SVN upgrade - Display tag instead of SVN Version
	JP/Cuong
	Request send to systems. 

	Define the details for the Fold Change calculation
	Will/Huaitian
	Complete fold change calculation similar to Rembrandt

	Write-up on existing Fold change calculation
	Eric 
	Eric to complete this after making code changes. 

	Change the precision of the calculated value to 2 decimal – Add to GForge
	Shine/JP 
	Will be completed as part of code change.

	NCIA download and caIntegrator2 functionality - Schedule a meeting to discuss further on this issue
	Shine
	Completed. This will be added as new feature. 

	User community meeting prep - Prepare a draft of presentations, user-story for Thursday
	Will
	Completed. To be reviewed today.

	Replace /temp directories 
	JP/Cuong
	Completed. 

	Size estimation for cache
	JP
	Not required for now. 

	genePattern installation requirements
	Shine/Team
	Shine to send request to systems for dev/qa installation. 

	Appscan
	JP
	Coung to help to find the status


2. Demo – KM plot using geneExpr
Change the information displayed for p-value etc at the bottom of the graph (use html tables?)

3. Draft presentation for Knowledge Center Video/User Story -  
Will to come-up with a draft script for video in a week’s time (GenePattern etc)

4. GISTIC and other genePattern grid Integration 
Schedule meeting to discuss further. 
5. User Community meeting prep
Shine to schedule meeting 
6. QA update 
Tom ongoing – More bugs are added to the GForge

7. System – deployment status
JP/Leonie to provide a draft document. Cuong to do stage deployment based on this document. 
8. Documentation – review and feedback
Shine/Will/JP and QA team to provide feedback to Jill

Summary of Action items from Jan 22nd 2009 

	Action
	Assigned to

	SVN upgrade - Display tag instead of SVN Version
	JP/Cuong

	Complete documentation for fold change (like Rembrandt)
	Eric

	NCIA download and caIntegrator2 functionality - Schedule a meeting to discuss further on this issue
	Shine

	Appscan follow-up
	JP

	Change the information displayed for p-value etc at the bottom of the graph (HTML tables?) – Add to Gforge
	Shine/JP 

	A sample study with user story for video/demo
	Will

	Discussion on GISTIC and other GenePattern grid services for caIntegrator2
	Shine

	User groups activity
	Shine

	Review and provide feedback for documents provided by Jill
	Shine/Will/JP/QA 

	GenePattern installation request
	Shine


