Search for the BRCA1 gene and then print all associated pathways

Java API
	ApplicationService appService = 
    ApplicationServiceProvider.getApplicationService();
Gene gene = new Gene();
gene.setSymbol("brca1");
List<Gene> resultList = appService.search(Gene.class, gene);
for (Gene g : resultList) {
    System.out.println("Symbol: " + g.getSymbol());
    System.out.println("Name: " + g.getFullName());
    System.out.println("Taxon: " + g.getTaxon().getScientificName());
    Collection<Pathway> pathways = g.getPathwayCollection();
    for(Pathway p : pathways) {
        System.out.println("  Pathway: " 
            + p.getName()+" ("+p.getSource()+")");
    }
}

	Symbol: BRCA1
Name: Breast cancer 1, early onset
Taxon: Hs
  Pathway: h_atmPathway (BioCarta)
  Pathway: h_atrbrcaPathway (BioCarta)
  Pathway: h_bard1Pathway (BioCarta)
  Pathway: h_carm-erPathway (BioCarta)
  Pathway: h_g2Pathway (BioCarta)
  Pathway: h_ATM_mediated_phosphorylation_of_repair_proteins (Reactome)
  Pathway: h_Recruitment_of_repair_and_signaling_proteins_to_double_strand_breaks (Reactome)
Symbol: Brca1
Name: Breast cancer 1
Taxon: Mm
  Pathway: m_atmPathway (BioCarta)
  Pathway: m_atrbrcaPathway (BioCarta)
  Pathway: m_g2Pathway (BioCarta)



REST API (XML)

	http://cabioapi.nci.nih.gov/cabio42/GetHTML?query=Gene&Gene[@symbol=brca1]/

	[image: image1.png]‘gov.nih.nci.cabio.domain.Gene.

bigid clusterid fullName. hugoSymbol| id | symbol transcr
hdL/2500.1 PUEUQUCCLIDXZTZIOFOE [ 194143 | Breast cancer 1, early onset | BRCAT 5178 |8RCA1 | gefTrans

L /2500.1 PUEUQUCCLS/SXPLIIPTAT |

244975

Breast cancer 1

137973 Breat

getTrans






	http://cabioapi.nci.nih.gov/cabio42/GetHTML?query=Pathway&Gene[@symbol=brca1]/
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REST API (HTML)

	http://cabioapi.nci.nih.gov/cabio42/GetXML?query=Gene&Gene[@symbol=brca1]/
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—<queryRequest>
- <query>
<queryString>query=Gene&Gene[ @symbol=brcal | </queryString>
<class>gov.nih.nci.cabio. domain Gene</class>
<lquery>
eriteria>Gene[ @symbol=breal | eriteria>
<queryRequest>
- <queryResponse>
<recordCounter>2</recordCounter>
— <class name="gov.nih.nci cabio. domain Gene" recordNumber="1">
<field name="bigid">hdl//2500.1 PMEUQUCCLS5/DXZ7ZIOFOE<field>
<field name="clusterld">194143</field>
<field name="fulName">Breast cancer 1, carly onset</field>
<field name="hugoSymbol">BRCA1</field>





	http://cabioapi.nci.nih.gov/cabio42/GetXML?query=Pathway&Gene[@symbol=brca1]/
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—<queryRequest>
- <query>
<queryString>query=Pathway&Gene[ @symbol=breal ] </querySring>
<class>gov.nih.nci.cabio. domain Pathway</class>
<lquery>
eriteria>Gene[ @symbol=breal | eriteria>
<queryRequest>
- <queryResponse>
<recordCounter>10</recordCounter>
— <class name="gov.nih.nci cabio. domain Pathway" recordNumber="1">
<field name="bigid">hdl//2500.1 PMEUQUCCLS/ZMTIMYBZ61</field>
<field name="curator">-</field>
— <field name="description">
BRCAI and BRCA2 were identified genetically as breast cancer susceptibilty
‘blocking cell cycle progression and inducing DNA repair to preserve the integri
recombination, in part through activation of RADS 1. BRCAI acts as a ubiquii
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Ajax with REST
http://cabioapi.nci.nih.gov/cabio41/ajaxDemos.jsp
Python API
	>>> from cabig.cabio.service import *

>>> gene = Gene(symbol='brca1')

>>> c = CaBioApplicationService()

>>> results = c.queryObject(Gene.className, gene)

>>> for g in results:


print "Symbol: %s"%g.symbol


print "Name: %s"%g.fullName


print "Taxon: %s"%g.taxon.abbreviation


for p in g.pathwayCollection:



print "  Pathway: %s (%s)"%(p.name, p.source)

	Symbol: BRCA1

Name: Breast cancer 1, early onset

Taxon: Hs

  Pathway: h_atmPathway (BioCarta)

  Pathway: h_atrbrcaPathway (BioCarta)

  Pathway: h_bard1Pathway (BioCarta)

  Pathway: h_carm-erPathway (BioCarta)

  Pathway: h_g2Pathway (BioCarta)

  Pathway: h_ATM_mediated_phosphorylation_of_repair_proteins (Reactome)

  Pathway: h_Recruitment_of_repair_and_signaling_proteins_to_double_strand_breaks (Reactome)

Symbol: Brca1

Name: Breast cancer 1

Taxon: Mm

  Pathway: m_atmPathway (BioCarta)

  Pathway: m_atrbrcaPathway (BioCarta)

  Pathway: m_g2Pathway (BioCarta)
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