CaIntergrator2 status of construction iteration 2 (Nov 3 – Dec 5 2008)
	Flush out requirements for 

	(
	Time-point

	(
	Copy Number Data

	Implementation of

	(
	User should be able to define fold change 

	(
	Use GenePattern with the results from user-defined query

	(
	Define Survival time for KM-plot 

	(
	A simple KM-plot implementation 

	(
	Deploy study with only clinical data 

	(
	Permissible values for caDSR datatypes

	(
	Make the query operator datatype sensitive 

	(
	Data shows up as pick-list for caDSR datatypes

	(
	Several usability improvements and defects

	(
	Validation of clinical/image annotation file

	(
	Edit a saved query 

	(
	Upgrade to support the caDSR 4.0 release

	(
	Define a query about fold change 

	(
	Assign clinical, image and genomic data to time-points

	(
	Permissible values for non-caDSR datatypes

	(
	Query based on time-points

	(
	KM-plot using queries and gene-expr data 

	Other goals

	(
	QA environment setup

	(
	QA team involvement and testing 

	(
	Start working with potential cancer centers for Alpha release 

	(
	Start working to create a user community 

	(
	Start documentation process

	(
	Imaging working group: categorization of public vs. private Vasari data


Planned 
	Implementation Items 
	 38

	User Stories
	23

	Defects
	15

	Estimated LOE
	134 

	High Priority 
	17 (5’s), 8 (4’s), 11 (3’s) and 2 (2’s)


Actual 

	Implementation Items 
	 Total 50, Closed 35, open 15

	User Stories
	15 (closed)

	Defects
	20 (closed)

	Estimated LOE
	136

	High Priority 
	16 (5’s), 4 (4’s), 12 (3’s) - Closed


