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Biorepositories utilize vendor software to
manage specimens and store associated data.
Summary-level details are extracted from the
vendor systems and stored in a CBM.
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Summary-level information that describes
biospecimens is stored in the CBM and can be
searched through a specimen resource locator
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Specimen Resource Locator:

Biospecimen and Data http://biospecimens.cancer.gov/locator

Biospecimen Collection Storage Summary Data Transfer to CE
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CBM Vendor Challenge

Order Details
Communicated

Summary

June 2009 - Challenge announced to use CBM to expose Vendor Commitment to identify

data on the caGrid — Vendor & Cancer Centers resources/timeline for CBM testing
In their product

(biorepositories) involvement
“‘7

_ NCI-CBIIT releases

Fall 2009 — CBM v1.0 Released with Test Suite documentation and test-suite
tools for vendors to use

> The CBM provides a simple model that can
be incorporated by multiple vendors, to allow
a single federated search across multiple
biorepositories.

> The CBM will serve as a database for a
specimen locator (such as OBBR’s Specimen
Resource Locator). The locator will allow a
high-level search and will provide
biorepository contact information for detailed
guestions.

> Once approved by the caBIG™ review
process, biorepository adopters will be able to
publish summary-level descriptions of data to
caGrid.

Vendors/caTissue/NCI-CBIIT
pass test suite on test-data.

Blorepositories commitment to
expose their own biorepository data
using CBM-ready SW

-

Winter 2010 — First set of vendors have incorporated CBM
Into their systems and can expose test data on the caGrid

Biorepositories with

: _ i Vendors/caTissue successfully
summer 2010 — First set of cancer centers (DIOrepoSHOFIES)| = eypose real data on the caGrid

have deployed CBM at their site and are exposing real data
on the caGrid

y

NCI| SRL 2.0 Ready to query for
specimens across caGrid via CBM

Cancer Centers identify projects
that will use CBM in specimen search

“

Researchers report out on
research impact using CBM

Identify future publications using
specimens located through CBM

End of 2010 — Researchers demonstrate real-world cases of
successful research with biospecimens located via CBM
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With vendor support, biorepositories will gain the abillity to
publish biospecimen data to the grid, allowing a specimen
resource locator the ability to expose the holdings of
multiple institutions with a single search.

CBM Related Sites:

CBM GForge Site for Latest Draft Versions / Comment Area:
http://gforge.nci.nih.gov/projects/tbptcbmwg

caBIG® Tissue Banks & Pathology Tools Workspace:
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